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Figure S1
. RMSD of the atomic positions for the ligand BT13 or BT18 (in red, Lig fit Prot) and the receptor GFR1 or RetA (Cα positions in blue) of the 50 ns molecular dynamics simulations using Desmond package: (a) GFR1BT13 at the GDNFGFR1 interface, region A; (b) GFR1BT18 at the GDNFGFR1 interface, region A; (c) RetABT13 at the RetAGFR1 interface, region B; (d) RetABT18 at the RetAGFR1 interface, region B; (e) GFR1BT13 at the allosteric site, region C; (f) GFR1BT18 at the allosteric site, region C. Protein code: 4UX8. 
